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4 <110> APPLICANT: Carballo- Jane, Ester 

5 Lai, Wi S. 

6 Blackshear, Perry J. 

8 <120> TITLE OF INVENTION: TTP- RELATED ZINC FINGER DOMAINS AND METHODS OF USE 
10 <130> FILE REFERENCE: 14014. 0349U2 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/04 9 f 586 
C--> 12 <141> CURRENT FILING DATE: 2002-02-14 

12 <150> PRIOR APPLICATION NUMBER: PCT/US00/22199 

13 <151> PRIOR FILING DATE: 2000-08-14 

15 <150> PRIOR APPLICATION NUMBER: 60/148,810 

16 <151> PRIOR FILING DATE: 1999-08-13 
18 <160> NUMBER OF SEQ ID NOS : 45 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 326 

24 <212> TYPE: PRT 
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233 






275 




























235 


<210> SEQ ID NO: 


: 5 
























236 


<211> LENGTH: 327 
























237 


<212> TYPE: 


PRT 


























238 


<213> ORGANISM: 


Cyprinas carpio 


















240 


<400> SEQUENCE: 


5 
























241 


Met 


Phe 


Glu 


Thr 


Ser 


Thr 


Asp 


Asn 


Leu 


Phe 


Leu 


Phe 


Pro 


Thr 


Glu 


Gly 


242 


1 








5 










10 










15 




243 


Leu 


Asn 


Glu 


Ala 


Phe 


Phe 


Pro 


Glu 


Glu 


Gly 


Leu 


Ala 


Ser 


Gly 


Ser 


Leu 


244 








20 










25 










30 






245 


Ser 


Leu 


Ala 


Lys 


Ala 


Leu 


Leu 


Pro 


Leu 


Val 


Glu 


Ser 


Pro 


Ser 


Pro 


Pro 


246 






35 










40 










45 








247 


Met 


Thr 


Pro 


Trp 


Leu 


Cys 


Ser 


Thr 


Arg 


Tyr 


Lys 


Thr 


Glu 


Leu 


Cys 


Ser 


248 




50 










55 










60 










249 


Arg 


Tyr 


Ala 


Glu 


Thr 


Gly 


Thr 


Cys 


Lys 


Tyr 


Ala 


Glu 


Arg 


Cys 


Gin 


Phe 


250 


65 










70 










75 










80 


251 


Ala 


His 


Gly 


Leu 


His 


Asp 


Leu 


His 


Val 


Pro 


Ser 


Arg 


His 


Pro 


Lys 


Tyr 


252 










85 










90 










95 




253 


Lys 


Thr 


Glu 


Leu 


Cys 


Arg 


Thr 


Tyr 


His 


Thr 


Ala 


Gly 


Tyr 


Cys 


Val 


Tyr 


254 








100 










105 










110 






255 


Gly 


Thr 


Arg 


Cys 


Leu 


Phe 


Val 


His 


Asn 


Leu 


Lys 


Glu 


Gin 


Arg 


Pro 


Val 


256 






115 










120 










125 








257 


Arg 


Gin 


Arg 


Cys 


Arg 


Asn 


Val 


Pro 


Cys 


Arg 


Thr 


Phe 


Arg 


Ala 


Phe 


Gly 


258 




130 










135 










140 
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Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
in the <220> to <223> fields of each sequence 
using n or Xaa. 
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